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Dissimilarity-based classification in the absence of local ground truth: Application to the diagnostic interpretation of 
chest radiographs

Prediction of protein subcellular localization based on variable-length motifs detection and dissimilarity based 
classification

Bioinformatics, 21(8) 2005, p. 1550–1558 Balancing protein similarity and gene co-expression reveals new links between genetic conservation and 
developmental diversity in invertebrates


